terminal benzene rings, A and B, are nearly coplanar, whereas the central ring, C, is nearly normal to them [interplanar angles: 6.1 (1) for A/B, 81.7 (1) for A/C and 86.1 (1) for B/C]. Very similar conformations have been observed previously in (III), (IV) and (V), as well as in analogues without substituents in the 2-position, such as (VI) (Saraogi et al., 2003) or (VII) (Abdulla et al., 1985) . Such a conformation brings the C1 O1 and NÐH1 bonds into a syn orientation, and apparently favours the formation of a centrosymmetric dimer of molecules, linked via a pair of strong NÐHÁ Á ÁO hydrogen bonds. A dimer of topology R 2 2 (10) according to the graph-set nomenclature (Etter, 1990 ) is present in the structure (Fig. 2) (Rowland & Taylor, 1996) .
Two molecules of (I), related via the inversion (2 À x, Ày, 1 À z), have their PhCOCNHC 6 H 4 Cl systems stacked face-toface, the C O bond of each molecule overlapping with the B ring of another. Notwithstanding the tight interplanar separation of 3.33 A Ê , there is no evidence of intermolecular charge transfer, such as occurs in the intensely coloured crystal of (VII). The formation of continuous stacks is rendered impossible by the perpendicular phenyl ring C.
Compound (II) (Fig. 1 ) has a more twisted conformation of the backbone (see Fig. 3 , and the torsion angles in Tables 1 and 3) , and the inter-ring angles are 64.0 (1) for A/B, 85.0 (1) for A/C and 77.3 (1) for B/C. Nevertheless, the C O and NÐH bonds remain in a syn orientation. Unlike (I), the structure contains no dimers. The NÐH bond points roughly toward the p% orbital of atom C6 of an adjacent molecule, related via an inversion at (Àx, 1 À y, Àz), the corrected HÁ Á ÁC distance being 2.90 (2) A Ê .
Thus, a prominent feature of both structures is the absence of strong intermolecular hydrogen bonds. The intramolecular H1Á Á ÁO1 contacts (Tables 2 and 4) have awkward angular geometry, quite atypical for unconstrained hydrogen bonds, although these interactions probably help to stabilize the syn conformations of the molecules. Compounds (IV), (VI) and (VII) form`distant dimers', as in (I), with NÁ Á ÁO distances of 3.57, 3.41 and 3.60 A Ê , respectively. The structures of (III) and (V), in broad resemblance of (II), contain no dimers at all, but show intermolecular NÐHÁ Á ÁC(aryl) contacts, in both cases with the ortho atom of the`anilinic' benzene ring (ring B in Fig. 1 ). The HÁ Á ÁC distances of 2.97 A Ê in (III) and 3.05 A Ê in (V) are unexceptional.
Thus, none of the structurally characterized 1-arylanilinoethanones forms strong intermolecular hydrogen bonds. If the terminal benzene rings (A and B) are coplanar with the molecular backbone, as in (I), their steric repulsion can prevent closer approach of the polar groups to one another. Thus, in (I), the intradimer distances H8Á Á ÁH16 H and H16Á Á ÁH8 H (Fig. 2) are 2.14 A Ê , i.e. they constitute close van der Waals contacts. However, in principle, the rings could adopt a less hindering orientation.
The N atom has planar±trigonal geometry in (I) but is signi®cantly pyramidal in (II), the re®ned position of atom H1 deviating from the C2/N/C15 plane by 0.038 (18) and 0.354 (15) A Ê , respectively. It is noteworthy that the N atom is also nearly planar in (IV), (VI) and (VII) but strongly pyramidal in (III) and (V). In other words, planar geometry always accompanies`distant dimers', whereas pyramidalization accompanies NÐHÁ Á ÁC(aryl) contacts. Thus, even these apparently weak intermolecular interactions can in¯uence the molecular geometry.
Experimental
Compounds (I) and (II) were prepared by re¯uxing benzoin (28 mmol) with p-chloroaniline or p-methoxyaniline (28 mmol), respectively, in dimethylformamide (1 ml) for 4 h. Crystals of X-ray quality were grown from ethanol [m.p. 435±436 K for (I) and 373± 
Compound (I)
Crystal data Distant' dimers in the structure of (I). Primed atoms are generated by an inversion at (1 À x, Ày, 1 À z).
Compound (II)
Crystal data The amine H atoms were re®ned freely in isotropic approximation; the methyl group in (II) was re®ned as a rigid body (CÐH = 0.98 A Ê ) with a single re®ned U iso (H) value. All other H atoms were treated as riding on their carrier C atoms (Csp For both compounds, data collection: SMART (Bruker, 2001) ; cell re®nement: SAINT [Version 6.45A (Bruker, 2003) for (I) and Version 6.02A (Bruker, 2001) for (II)]; data reduction: SAINT [Version 6.45A for (I) and Version 6.02A for (II)]; program(s) used to solve structure: SHELXTL (Bruker, 2003) ; program(s) used to re®ne structure: SHELXTL; molecular graphics: SHELXTL; software used to prepare material for publication: SHELXTL.
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